My mission bio

Tapestri Single-Cell DNA AML Panel

Advance your understanding of the genetic heterogeneity underpinning acute myeloid leukemia
(AML) by targeting 20 genes with 127 amplicons for single-cell sequencing. Covering a combination
of oncogenes and tumor suppressor genes, this panel is designed to cover some of the most
commonly mutated genes associated with AML.

Panel Specifications

—————— 20-GENE AML PANEL — ———
Metic ________________[vaue |

Number of genes 20 ASXL1 GATA2 KIT PTPN11 TET2

Number of targets 529 DNMT3A  IDH1 KRAS RUNXI TP53
. SNVs. Indels,

Target type possible CNVs, LOH EZH2 IDH2 NPM1 SF3B1 U2AF1

Number of amplicons 127 FLT3 JAK2 NRAS SRSF2 WT1

Coverage 99.8%

. Table 2: Panel gene targets.
Panel size ~24 kb
Amplicon length 175 - 275 bp

Panel uniformity: % of amplicons >0.2x mean  >=90%

Amplicon completeness: % of amplicons in
>80% of cells

Cell completeness: % of cells with >80%
amplicons above 10 reads

>=80%

>=80%

MiSeq, NextSeq,

Verified NGS systems HiSeq, NovaSeq

Recommended number of reads per sample ~77 M

Table 1: Panel specifications.
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Table 3: Panel performance. Data generated from a pure Raji cell line. 0
Amplicons rank ordered by mean reads
Figure 1: Cell completeness per amplicon.
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Panel Targets
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Table 4: Panel content. Exon numbers are curated from UCSC Genome Browser by collapsing the exons in the forward strand by start and stop site
and then numbering the exons from 5’ -> 3’ end with the first exon at 5’ end representing Exon 1.
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Panel Targets (cont’d)

mm Protein-level Variants cDNA Variants
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LEARN MORE

il

1

13

Intron

14

Intron

¢.860_861in-
sCTGC;
€.861_862in-
STGCA;
c.863_864in-
sCATG;
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G12; G13
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G127; E138; S141; A142; R145;
R157; D160; R162; G165; R166;
S167; G168R; R169; K171

V197; D198; S200; R201; R204

R207; G217; S226; E229;
R250; N260; M267

Y281; P298; E316
c.805+1G>A
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s1203; S1204; R1214; R1216;
D1242; Y1245; Y1255; R1261;
R1262

C1271; F1287; G1288; C1289;
Y1294, C1298; E1318
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Protein-level Variants cDNA Variants

L1322; E1323; L1340

R1359; H1366; C1378; H1380

C1396; E1401; R1404; R1440;
R1452; R1465; S1486; L1511;
A1512

R1516; Q1532; Q1539; Q1542;
Q1548; Q1624; Q1652; V1718;
L1721; P1723S; R1739; L1740;
H1757; 11762; C1811; L1819;
Q1828; G1861; S1898; V1900;
H1904; H1912; A1919; R1926;
P1941; P1962; R1966; P1988;
Y1998; R2000; 12002
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W107; V108; G115; R119; Y124,
K125; Q126; H129; V134; R136;
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H154; 156; R157; V164; Y166;
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R435; R436; R439; Q442

R463; R467; D469; H470
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